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PFEFFERLE, WALTER 
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KALINOWSKI, 30ERN 
PUEHLER, ALFRED 
BINDER, MICHAEL 
GREISSINGER, DIETER 
THIERBACH, GEORG 

NUCLEOTIDE SEQUENCES WHICH CODE FOR THE METY GENE 
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<151> 
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<160> 

<170> 

<210> 
<211> 
<212> 
<213> 



patentin version 3.2 
1 

1720 
DNA 

Corynebacterium glutaimcum 



<220> 

<221> CDS ,, r , rtN 
<222> (200) . . (1510) 

catcctacac catttagagt ggggctagtc 
gatttcaaat cagttggaaa aagtcaagaa 
gtctattgca atagaccaag ctgttcagta 
aactcttaag gacctccaa atg cca aag 

1 

tag ggc ttt gaa acc cgc tec att 
Trp Gly Phe Glu Thr Arg Ser lie 

cag acc age gca cga aac ctt ccg 
Gin Thr Sir Ala Arg Asn Leu Pro 
30 35 

ttc gac tec get gag cac gee aag 
Phe Asp ser Ala Glu His Ala Lys 
45 50 

ggc cct gtt tac tec cgc etc acc 
Gly Pro val Tyr Ser Arg Leu Thr 
60 65 



atacccccat aaccctagct gtaegcaate 

aattacccga gaataaattt ataccacaca 

gggtgcatgg gagaagaatt tcctaataaa 

tac gac aat tec aat get gac cag 
Tyr Asp Asn ser Asn Ala Asp Gin 

cac gca ggc cag tea gta gac gca 
His Ala Gly Gin ser val Asp Ala 
20 25 

ate tac caa tec acc get ttc gtg 
lie Tyr Gin Ser Thr Ala Phe Val 
' 40 

caq cgt ttc gca ctt gag gat eta 
Gin A?g Phe Ala Leu Glu Asp Leu 

aac cca acc gtt gag get ttg gaa 
Asn Pro Thr val Glu Ala Leu Glu 
70 75 



60 
120 
180 
232 

280 

328 

376 

424 



SS 3S SS Si f £ ffl 85 85 f 5S RI SB R8 SS SS 

ss a; as rs s - ffi ss R| sr. a - ss i " 

85 SS Ss SS US S? S i SS 25 ?5f 85 §J ffi SS *? 

s ss s ss ?s s ss s ss m ss II © - - «a 

SS SS SS SS SS SS 88 SS 38 38 KS RS «S 38 S SS 

140 145 

?S 51 K - i 1,5 ^ *" r " h * I C "° K i ^ 

a s ffi ss rs «a ri as f 0 R8 ss s?s ss if; «s. ss 

175 lbU 

23 SS SS SS SS ?S SS RS ffi RS Rl 25 f 0 SS S3 25 

190 195 

as ss as as bs ?s f o ss Ri ss as ?s iTs ss ^ ?s c r 

205 210 

85 SS 85 SS 85 22 85 85 ST 25 SS SS 85 85 5? SS 

220 225 

S ?S ?K 8u 5! B5 85 58 i ?S SS SS ??? SS «S 
ffi SS SS Ri RI 5? Sfi 85 SS 5? & Ra SS 25 85 RS 
SS RS SS 85 SS 58 «i $ ?" *5 - - S| SIS ?S 85 

270 275 

SS ?S 25 SS RS SS SS Ra 38 Ra Ra ?J 38 85 SS SIS 

285 290 

?S SS5 SS? 58 SS 28 SS SS S?S SS RS SS RS SS 5! fg 

300 305 

RS E!S ?S SS i SS Sfi R8 SS f 5 « 3! «H SS SS K 
K 28 51 § S SS BS # fa ffi 5! S! 5! S5 ffi f2 

aag tac acc ggc tec gtt etc ace ttc gag ate aag ggc ggc aag gat 



472 



520 



568 



616 



664 



712 



760 



808 



856 



904 



952 



1000 



1048 



1096 



1144 



1192 



1240 



1288 



Ly s Tyr Thr Gly ser val- Leu Thr Phe Glu He Lys Gly Lys Asp 

350 3b: > 

88 fii W K SS SS SS XS - S || S SS JS XS 

365 370 

BS SS K BS ?S SS SS ESS !S ® i - *« - - I 

380 385 

31 iS 38 S? SS Si *« H5 S8 K SS & H5 ?S f| 38 

400 

SS ?S «K i ES Hr 8B H5 SS 88 SS SS BS g SS SS 

ir. s s R is «5 s 1? « as 

430 4:0 



ccagtgctta aagcgctggg tttttctttt tcagactcgt gagaatgcaa actagactag 
acagagctgt ccatatacac tggacgaagt tttagtcttg tccacccaga acaggcggtt 
attttcatgc ccaccctcgc gccttcaggt caacttgaaa tccaagcgat cggtgatgtc 
tccaccgaag 



1336 

1384 

1432 

1480 

1530 

1590 
1650 
1710 
1720 



<210> 2 
<211> 437 

<213> Cory nebacteri urn glutamicum 



<400> 2 

Met Pro Lys Tyr Asp Asn ser Asn Ala Asp -p Sly Phe Glu Thr 

1 5 

lrg ser n. His Ala Gly d. ser val Asp Ala Gin Thr ser Ala Arg 

As „ Leu Pro lie Tyr cm ser Thr Ala Phe val Phe Asp ser Ala Glu 

35 40 

Hi s Ala Lys sin Ar g Phe Ala Leu Glu Asp Leu .ly Pro val Tyr ser 

50 bb 

Leu Thr Asn Pro Thr val Glu Ala Leu Glu Asn Arg He Ala Ser 



Arg 
65 



70 



Leu Glu Gly Gly val His Ala val Ala Phe ser ser Gly Gin Ala Ala 

8 5 

Thr Thr Asn Ala He Leu Asn Leu Ala Gly Ala Gly Asp His xle val 

100 



-rwr. r-iv rlv Thr Glu Thr Leu Phe Leu lie Thr 
r ser Pro Arg Leu Tyr Gly Gly i" r 125 



115 120 



Leu Asn Arg Leu Gly 
130 



Gly He Asp val Ser Phe val Glu Asn Pro Asp Asp 



135 



Pro 
145 



G lu ser Trp Gin Ala Ala val Gin Pro Asn Thr Lys Ala Phe Phe 

150 x " 

Gly Glu Thr Phe Ala Asn Pro Gin Ala Asp val Leu Asp He Pro Ala 

165 

val Ala Glu val «U His Arg Asn ser val Pro Leu He He Asp Asn 

180 18b 

Thr He Ala Thr Ala Ala Leu val Arg Pro Leu Glu Leu sly Ala Asp 

195 200 

val val val Ala ser Leu Thr Lys Phe Tyr Thr Gly Asn Gly ser Gly 

210 215 

Leu Gly Gly val Leu lie Asp Gly Gly Lys Phe Asp Trp Thr val Glu 

5 "U 

s ASP Gly Lys Pro Val Phe Pro Tyr Ph. val Thr Pro Asp Ala Ala 

Tyr His Gly Leu Lys Tyr Ala Asp Leu Gly Ala Pro Ala *. Gly Leu 

y 260 Zbi 

Ly s val Arg val Gly Leu Leu Arg Asp Thr Gly ser Thr Leu ser Ala 



225 

Ly 



275 



phe Asn Ala Trp 
290 



Ala Ala val Gin Gly He Asp Thr Leu ser Leu Arg 



295 



Leu Glu Arg His Asn Glu Asn Ala He Lys val Ala Glu Phe Leu Asn 



305 



310 



Asn His Glu Lys val Glu Lys val Asn Phe Ala Gly Leu Lys Asn ser 

Pro Trp Tyr Ala Thr Lys Glu Lys Leu Gly Leu Lys Tyr Thr Gly ser 

340 D 

val Leu Thr Phe Glu He Lys Gly Gly Lys Asp Glu Ala Trp Ala Phe 

355 3bU 

Xle Asp Ala Leu Lys Leu His ser Asn Leu Ala Asn He Gly Asp val 



370 



Arg 
385 



Ser Leu val val His Pro Ala 

390 



Thr Thr Thr His ser Gin ser Asp 
395 400 



Glu Ala Gly Leu Ala Arg Ala Gly val Thr Gin ser Thr Val Arg Leu 
ser val Gly lie Glu Thr He Asp Asp He He Ala Asp Leu Glu Gly 

Gly Phe Ala Ala lie 
435 

<210> 3 

<211> 42 

<212> DNA . 

<213> Artificial sequence 

<223> synthetic oligonucleotide 

ctaataagtc gacaaaggag gacaaccatg ccaaagtacg ac 42 

<210> 4 

<211> 33 

<212> DNA 

<213> Artificial sequence 

<223> synthetic oligonucleotide 

<400> 4 33 
gagtctaatg catgctagat tgcagcaaag ccg 

<210> 5 

<211> 41 

<212> DNA . 

<213> Artificial sequence 

<223> synthetic oligonucleotide 

agaacgaitt caaaggagga caaccatgcc caccctcgcg c 41 

<210> 6 

<211> 31 

<212> DNA . 

<213> Artificial sequence 

<223> synthetic oligonucleotide 

<400> 6 „ 31 

gtcgtggatc ccctattaga tgtagaactc g 



5 



